Introduction
The Parasitengona is one of the most successful monophyletic lines of the Trombidiformes. With 15 superfamilies, over 60 families and 8000 species, it accounts for over half of all species of the Trombidiformes. The majority of the described species of the Parasitengona are highly specialized water mites (about 5000 species, mostly known from adults) and chiggers (over 2000 species of Trombiculidae and Leewenhoekiidae, mostly known from larvae parasitic on vertebrates). Terrestrial Parasitengona other than chiggers were mostly described as adults in early years but larvae have been more and more commonly described in the last few decades.
Although the monophyly of Parasitengona is not questioned, the high level phylogenetic relationships within the Parasitengona are in a state of flux, especially with regard to the relationships between water mites and terrestrial Parasitengona. The traditional view is that water mites form a sister group to the rest of the terrestrial Parasitengona (Krantz 1978; Smith & Cook 1991; Witte 1991) . A radical departure from this view is that of Welbourn (1991) , who proposed a hypothesis of relationships based on a cladistic analysis of 51 genera, using primarily morphological characters of the larval stage: water mites and Trombidiina are considered sister groups, and together they form a sister group to Erythraeina (Erythraeoidea + Calyptostomatoidea). A subsequent molecular phylogentic analysis based some morphological data and mtCOI sequence data failed to resolve the relationships within terrestrial Parasitengona because the results from morphological data and molecular do not agree (Sller et al. 2001 ). This study is focused on terrestrial Parasitengona and includes only one species of water mites. Much needed are studies examining samples from all superfamilies of both water mites and terrestrial Parasitengona.
The divergent classifications based on larvae for some taxa and post-larval stages for other taxa are major problems for any progress towards understanding the phylogeny and development of a stable classification system for this diverse group. Correlations between larval and post-larval stages through life history studies or molecular analyses (DNA sequencing) will be very important for solving this problem. Detailed studies of early derivative groups will be crucial for understanding the phylogenetic relationships within Parasitengona at the family level and helping to fill gaps in higher level classification of this large group. There are still undescribed early derivative taxa at the family level and these missing links are important for understanding
